The asymmetric unit of the title compound, C 29 H 24 N 2 OS, consists of two independent molecules having markedly different orientations of the substituents on the central imidazole ring. Apart from a weak C-HÁ Á ÁS hydrogen bond, the intermolecular interactions in the crystal are all of the C-HÁ Á Á(ring) type and form a three-dimensional network. One of the phenyl rings is disordered over two sets of sites in 0.713 (9): 0.287 (9) ratio.
Structure description
Hydantoin derivatives are known for their physiological activity as anticonvulsants (Weichet, 1974) and are also widely used in many other pharmacological applications such as antiarrhythmic (Havera et al., 1976) , antidiabetic (Rizzi et al., 1989) , fungicidal (Thenmozhiyal et al., 2004) , anti-carcinogen (Lamothe et al., 2002) , antiviral (el-Barbary et al., 1994) and anti-HIV (Khodair et al., 1997) agents.
The asymmetric unit of the title compound contains two independent molecules (A and B; Fig. 1 ). No part of one molecule is directly superimposable on the other, as shown by the AutoMolFit plot (Fig. 2) , and the dihedral angles between the central fivemembered imidazole rings and the peripheral benzene rings; see Table 1 . The phenyl ring attached to atom C4 is rotationally disordered by 20.3 (2) about the C4Á Á ÁC5A(or C5B) bond.
In the crystal, the two molecules are linked by a C-HÁ Á ÁS hydrogen bond (Table 2) . There are a number of C-HÁ Á Á(ring) interactions present ( Fig. 3 and Table 2 ), linking the molecules to form a three-dimensional network.
data reports Synthesis and crystallization
To a solution of 5,5-diphenyl-2-thioxoimidazolidin-4-one (1.86 mol, 500.00 mg) in 10 ml DMF were added benzylchloride (3.73 mol), K 2 CO 3 (3.73 mol) and a catalytic amount of tetrabutylammonium bromide. The mixture was stirred at room temperature for 24 h. The solid material was removed by filtration and the solvent evaporated under vacuum. The solid product was purified by recrystallization from ethanol solution to afford colourless block-like crystals of the title compound (yield 60%).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 3 . The phenyl ring attached to atom C4 of molecule A (Fig. 1) is disordered by a 20.3 (2) rotation about the C4Á Á ÁC5A(or C5B) axis. The two components were Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a), SHELXL2014 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008) . Hydrogen-bond geometry (Å , ).
Cg2, Cg3, Cg5, Cg8 and Cg9 are the centroids of the C5A-C10A, C12-C17, C24-C29, C41-C46 and C47-C52 rings, respectively. Symmetry codes: (i) Àx; Ày þ 1; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) Àx; Ày; Àz þ 1; (iv) Àx þ 1; Ày; Àz þ 1.
Figure 1
The molecular structure of the two independent molecules (molecule A left, molecule B right) of the title compound, with the atom labelling and 25% probability displacement ellipsoids. Only the major component (C5A-C10A) of the disordered phenyl ring is shown.
Figure 2
The AutoMolFit (PLATON; Spek, 2009) refined as rigid hexagons with the displacement parameters of corresponding carbon atoms restrained to be comparable. The refined occupancy ratio (A:B) is = 0.713 (9): 0.287 (9).
Figure 3
A view along the a axis of the crystal packing of the title compound. The C-HÁ Á ÁS hydrogen bonds and C-HÁ Á Á(ring) interactions are shown as, respectively, black and orange dotted lines (see Table 2 ; only the major component (C5A-C10A) of the disordered phenyl ring is shown).
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where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.42 e Å −3 Δρ min = −0.17 e Å −3 data-2
Special details Experimental. The diffraction data were collected in three sets of 363 frames (0.5° width in ω) at φ = 0, 120 and 240°. A scan time of 30 sec/frame was used. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Hatoms attached to carbon were placed in calculated positions (C-H = 0.93 -0.97 Å). All were included as riding contributions with isotropic displacement parameters 1.2 times those of the attached atoms. The phenyl ring attached to C4 is disordered by a 20.3 (2)° rotation about the C4···C5A(or B) axis. The two components of the disorder were refined as rigid hexagons with the displacement parameters of corresponding carbon atoms restrained to be comparable.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Occ. (<1) S1 0.10005 (6) Hydrogen-bond geometry (Å, º) Cg2, Cg3, Cg5, Cg8 and Cg9 are the centroids of the C5A-C10A, C12-C17, C24-C29, C41-C46 and C47-C52 rings, respectively. Symmetry codes: (i) −x, −y+1, −z+1; (ii) −x+1, −y+1, −z+1; (iii) −x, −y, −z+1; (iv) −x+1, −y, −z+1.
